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Goal

• Register the Cast (CT) in MRI

Approaches

• Manual registration

• Semi-automated registration 

• Fully-automated registration



Approaches

1. Hand aligned (manual)

2. Hand Selected markers (semi-automated)

1. MRI data

2. CT data
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Registration
2- Hand Selected Markers
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➡Semi-automated registration
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GA - Parameters
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Generations 50
EliteCount 4
StallTimeLimit 100000000
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➡Semi-automated registration
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➡Semi-automated registration



Results



Future Work

• Find Centroids of markers in MRI and CT

• All data;

• markers areas;

• Find SIFT features in CT and MRI

• All data;

• markers areas;

➡Fully-automated registration



Future Work

• ITK - MRI interpolation

Interpolation
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• ITK toolbox or Amira Registration - Mutual 
Information - Correlation - Euclidean
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